DISAGREEMENT BETWEEN MILK PATHOGENS PREVALENCE IN SEGREGATED MILKING
COWS AND BULK TANK MILK IN AZOREAN PASTURES
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Table 1. Apparent prevalence (CI95%) and
agreement (K coefficient) between bulk tank milk
and pooled samples from mastitic cows.
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Bulk tank milk

Bacteria
Bulk tank milk
Coagulase-negative staphylococci
Escherichia coli

Milk pools from segregated

Kappa

cows

coefficient

Milk pools from 100.0%; n=92
Kappa
100.0%; n=92

McNem
-

McNemarBowker
test

-

75.0% (65.3 to 82.7);
n=69
73.9%
n=66
segregated
cows (64.1 to 81.8);
coefficient

0.51 ±ar0.10

P = 0.81

Staphylococcus aureus

62.0% (51.8 to 71.2); n=57

45.7% (35.9 to 55.8); n=42

0.51 ± 0.08

Bowker

P = 0.002

Corynebacterium bovis

57.6% (47.4 to 67.2); n=53

50.0% (40.0 to 60.0); n=46

0.24 ± 0.10

P = 0.24

Enterococcus spp.

55.4% (45.3 to 65.2); n=51

42.4% (32.8 to 52.6); n=39

0.19 ± 0.10

P = 0.05

Coagulase-negative

100.0%; n=92

Streptococcus dysgalactiae

100.0%; n=92

-

test
-

51.1% (41.0 to 61.1); n=47

27.2% (19.1 to 37.0); n=25

0.27 ± 0.09

P = 0.0002

41.3% (31.8 to 51.5); n=38

48.9% (39.0 to 59.0); n=45

0.30 ± 0.10

P = 0.22

41.3% (31.8 to 51.5); n=38

29.3% (21.0 to 39.3); n=27

0.27 ± 0.10

P = 0.05

Klebsiella spp.

37.0% (27.8 to 47.2); n=34

21.7% (14.5 to 31.2); n=20

0.29 ± 0.10

P = 0.008

Streptococcus agalactiae

32.6% (23.9 to 42.7); n=30

20.7% (13.6 to 30.0); n=19

0.26 ± 0.11

P = 0.03

Serratia marcescens

3.3% (1.1 to 9.6); n=3

n=0

-

-
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P = 0.05
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Table 1. Apparent prevalence (CI95%) and agreement 0.002
(K coefficient)
between bulk tank milk and pooled samples from mastitic cows.
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Results: In average, each farm presented 4.6 (CI95%
from 4.3 to 4.9) and 5.6 (CI95% from 5.2 to 5.9)
RESULTS
bacteria
In average, each farm presented 4.6 (CI95% from 4.3 to 4.9) and 5.6
species/group from SMC and BMT respectively.
(CI95% from 5.2 to 5.9) bacteria
Coagulase-negative staphylococci, Escherichia coli,
species/group from SMC and BMT respectively. Coagulase-negative
Staphylococcus
aureus,
Enterococcus
spp.,
staphylococci, Escherichia coli, Staphylococcus aureus, Enterococcus
Corynebacterium bovis and Streptococcus spp.

spp., Corynebacterium bovis and Streptococcus spp. presented the
higher apparent prevalence on both samples type (upper 95% IC >
50%). A high correlation of apparent prevalence from each pathogen

3.3% (1.1 to 9.6); n=3

n=0

-

-

Conclusions: In conclusion, high prevalences of
bacteria species/groups were detected in BTM from
Azorean pastures. Although the segregation of cows
may be a potentially favorable practice, their number
on each farm seem to be too small to be
representative and consequently not an indicator of
agents in BTM on the same herd. In consequence, a
holistic approach on mastitis diagnosis, treatment and
control should be considered in Azorean dairy farms.
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